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FIGURE 1 

CETP 

Proximal SNPs-Discovery 



, Chr. 16 

7/65 of SNPs sianificant at alpha = 0.05; Size of region selected ~ 1 0kb 
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FIGURE 2 

PROL4 
Proximal SNPs-Discovery 



Chr. 12 

18/63 of SNPs significant at alpha = 0.05; Size of region selected = 45kb 
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FIGURE 3 

GRID2 
Proximal SNPs-Discovery 



Chr.4 

12/56 of SNPs significant at alpha = 0.05; Size of region selected = 8kb 
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FIGURE 4 

PDE4D 
Proximal SNPs-Discovery 
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FIGURE 5 

GPX3 

Proximal SNPs-Discovery 
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